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<210> 1 

<211> 729 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Nucleotide sequence encoding fusion protein 
<400> 1 

caggtgaaac tgcaggagtc agggggcggc ttggtgcagc 
tcctgtgcag cctcaggatt cactttcagt aactctggca 
ccaacgaagg gtctggagtg ggtcgcatcc attagtccta 
cgagactccg tgaagggccg attcactttc tccagggata 
ctgcaaatgg acagtctgag gtctgaggac acggccactt 
cacgggtata cctactttga ttactggggc caagggacca 
ggaggtggtt caggcggagg tggatccgga ggcggtggat 
tctccatcat cactgcctgc ctccctggga gacagagtca 
caggacatta gcaattattt aacctggtac cagcagaaac 
ctgatctatg aaacaaataa attggcagat ggagtcccat 
tctgggagag attattcttt cactatcagc agcctggaat 
tactgtcaac attattatga ctatcctcgg acgttcggac 
aaacgggcg 



ctggaaggtc 


cctgaaactc 


60 


tgcactggat 


ccgccagtct 


120 


gtggtggtac 


cacttactat 


180 


atgcaaaaag 


caccctatat 


240 


attactgcaa 


cagatcgggg 


300 


cggtcaccgt 


ctcctcaggt 


360 


cggacatcca 


gatgactcag 


420 


ctatccattg 


tcaggccagt 


480 


cagggaaagc 


tcctaagctc 


540 


caaggttcag 


tggcagtggt 


600 


ctgaagatgt 


tggatcttat 


660 


ctgggaccaa 


gctggaaata 


720 
729 



<210> 2 

<211> 243 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Fusion protein 



<400> 2 












Gin Val Lys 


Leu 


Gin 


Glu 


Ser 


Gly 


1 




5 








Ser Leu Lys 


Leu 


Ser 


Cys 


Ala 


Ala 




20 










Gly Met His 


Trp 


He 


Arg 


Gin 


Ser 


35 










40 


Ala Ser lie 


Ser 


Pro 


Ser 


Gly 


Gly 


50 








55 




Lys Gly Arg 


Phe 


Thr 


Phe 


Ser 


Arg 



Gly Gly Leu Val Gin Pro Gly Arg 

10 15 
Ser Gly Phe Thr Phe Ser Asn Ser 
25 30 
Pro Thr Lys Gly Leu Glu Trp Val 
45 

Thr Thr Tyr Tyr Arg Asp Ser Val 
60 

Asp Asn Ala Lys Ser Thr Leu Tyr 



1 



65 70 75 80 

Leu Gin Met Asp Ser Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys 

85 90 95 

Asn Arg Ser Gly His Gly Tyr Thr Tyr Phe Asp Tyr Trp Gly Gin Gly 

100 105 110 

Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 

115 120 125 

Ser Gly Gly Gly Gly Ser Asp lie Gin Met Thr Gin Ser Pro Ser Ser 

130 135 140 

Leu Pro Ala Ser Leu Gly Asp Arg Val Thr lie His Cys Gin Ala Ser 
145 150 155 160 

Gin Asp lie Ser Asn Tyr Leu Thr Trp Tyr Gin Gin Lys Pro Gly Lys 

165 170 175 

Ala Pro Lys Leu Leu lie Tyr Glu Thr Asn Lys Leu Ala Asp Gly Val 

180 185 190 

Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Arg Asp Tyr Ser Phe Thr 

195 200 205 

lie Ser Ser Leu Glu Ser Glu Asp Val Gly Ser Tyr Tyr Cys Gin His 

210 215 220 

Tyr Tyr Asp Tyr Pro Arg Thr Phe Gly Pro Gly Thr Lys Leu Glu lie 
225 230 235 240 

Lys Arg Ala 

<210> 3 
<211> 1623 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Nucleotide sequence encoding fusion protein 
<400> 3 

caggtgaaac tgcaggagtc agggggcggc ttggtgcagc ctggaaggtc cctgaaactc 60 

tcctgtgcag cctcaggatt cactttcagt aactctggca tgcactggat ccgccagtct 120 

ccaacgaagg gtctggagtg ggtcgcatcc attagtccta gtggtggtac cacttactat 180 

cgagactccg tgaagggccg attcactttc tccagggata atgcaaaaag caccctatat 24 0 

ctgcaaatgg acagtctgag gtctgaggac acggccactt attactgcaa cagatcgggg 300 

cacgggtata cctactttga ttactggggc caagggacca cggtcaccgt ctcctcaggt 360 

ggaggtggtt caggcggagg tggatccgga ggcggtggat cggacatcca gatgactcag 42 0 

tctccatcat cactgcctgc ctccctggga gacagagtca ctatccattg tcaggccagt 480 

caggacatta gcaattattt aacctggtac cagcagaaac cagggaaagc tcctaagctc 540 

ctgatctatg aaacaaataa attggcagat ggagtcccat caaggttcag tggcagtggt 600 

tctgggagag attattcttt cactatcagc agcctggaat ctgaagatgt tggatcttat 660 

tactgtcaac attattatga ctatcctcgg acgttcggac ctgggaccaa gctggaaata 720 

aaacggggat atccatcaca ctggcggccg ctcgagcatg catctagatt ctcccggccg 780 

gggctgccgg tcgagtacct gcaggtgccg tcgccgtcga tgggccgcga catcaaggtt 840 

cagttccaga gcggtgggaa caactcacct gcggtttatc tgctcgacgg cctgcgcgcc 900 

caagacgact acaacggctg ggatatcaac accccggcgt tcgagtggta ctaccagtcg 960 

ggactgtcga tagtcatgcc ggtcggcggg cagtccagct tctacagcga ctggtacagc 1020 

ccggcctgcg gtaaggctgg ctgccagact tacaagtggg aaaccttcct gaccagcgag 1080 

ctgccgcaat ggttgtccgc caacagggcc gtgaagccca ccggcagcgc tgcaatcggc 1140 

ttgtcgatgg ccggctcgtc ggcaatgatc ttggccgcct accaccccca gcagttcatc 1200 

tacgccggct cgctgtcggc cctgctggac ccctctcagg ggatggggcc tagcctgatc 1260 

ggcctcgcga tgggtgacgc cggcggttac aaggccgcag acatgtgggg tccctcgagt 132 0 

gacccggcat gggagcgcaa cgaccctacg cagcagatcc ccaagctggt cgcaaacaac 1380 

acccggctat gggtttattg cgggaacggc accccgaacg agttgggcgg tgccaacata 144 0 

cccgccgagt tcttggagaa cttcgttcgt agcagcaacc tgaagttcca ggatgcgtac 1500 



2 



aacgccgcgg gcgggcacaa cgccgtgttc aacttcccgc ccaacggcac gcacagctgg 1560 

gagtactggg gcgctcagct caacgccatg aagggtgacc tgcagagttc gttaggcgcc 1620 

ggc 1623 

<210> 4 
<211> 726 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Nucleotide sequence encoding fusion protein 
<400> 4 

gaggtgaagc tgcagcagtc tggaactgaa gtggtaaagc ctggggcttc agtgaagttg 60 

tcctgcaagg cttctggcta catcttcaca agttatgata tagactgggt gaggcagacg 120 

cctgaacagg gacttgagtg gattggatgg atttttcctg gagaggggag tactgaatac 180 

aatgagaagt tcaagggcag ggccacactg agtgtagaca agtcctccag cacagcctat 240 

atggagctca ctaggctgac atctgaggac tctgctgtct atttctgtgc tagaggggac 300 

tactataggc gctactttga cttgtggggc caagggacca cggtcaccgt ctcctcaggt 360 

ggaggcggtt caggcggagg tggatccggc ggtggcggat cggacatcca gatgactcag 420 

tctccatcat ttctgtctac atctcttgga aacagcatca ccatcacttg ccatgccagt 480 

cagaacatca agggttggtt agcctggtac caacaaaagt cagggaatgc tcctcaactg 540 

ttgatttata aggcatctag cctgcaatca ggggttccat caagattcag tggcagtgga 600 

tctggaacag attatatttt cactatcagc aacctacagc ctgaagatat tgccacttat 660 

tactgtcagc attatcaaag ctttccgtgg acgttcggtg gagggaccaa gctggaaata 720 



aaacgg 

<210> 5 
<211> 119 
<212> PRT 
<213> Rat 

<400> 5 

Glu Val Lys Leu Gin Gin Ser Gly Thr Glu Val Val Lys Pro Gly Ala 

15 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr lie Phe Thr Ser Tyr 

20 25 30 

Asp lie Asp Trp Val Arg Gin Thr Pro Glu Gin Gly Leu Glu Trp lie 

35 40 45 

Gly Trp lie Phe Pro Gly Glu Gly Ser Thr Glu Tyr Asn Glu Lys Phe 

50 55 60 

Lys Gly Arg Ala Thr Leu Ser Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Thr Arg Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 

85 90 95 

Ala Arg Gly Asp Tyr Tyr Arg Arg Tyr Phe Asp Leu Trp Gly Gin Gly 

100 105 110 

Thr Thr Val Thr Val Ser Ser 
115 

<210> 6 
<211> 110 
<212> PRT 
<213> Rat 

<400> 6 

Asp lie Gin Met Thr Gin Ser Pro Ser Phe Leu Ser Thr Ser Leu Gly 



726 



3 



1 
X 






5 








X V 




X D 




Asn Ser 


He 


Thr 


He 


Thr 


Cys 


nib 


A "I -3 Qpv rjln 2\cn Tip 
nxa ocx. uj.ii noil lie 


uy o 


oxy 


xrp 






20 










Z D 


j U 






Leu Ala 


Trp 


Tyr Gin Gin Lys 




ui y rtij i 1 nict riu vjih 


T.pi i 
UC LI 


uc u 


Tie 

11C 




35 










A C\ 

4 u 


A C 
4 D 








Tyr Lys 


Ala 


Ser 


Ser 


Leu 


Gin 


Cav 
OCX 


uiy val riu oci Riy 


php 
riic 


Cot* 
OCX 


f?l V 

uiy 


50 










55 




60 








Ser Gly Ser 


Gly Thr Asp Tyr 


He 


Phe Thr He Ser Asn 


Leu 


Gin 


Pro 


65 








70 






/ D 






ft o 
o u 


Glu Asp 


He 


Ala 


Thr 


Tyr 


Tyr 


L.ys 


(~1 "1 r"i TJ t e t r rz "1 n Cor 

ux n n.1 s iyx uin oci 


DHp 
rile 


Pro 


Trp 








85 
















Thr Phe Gly 


Gly Gly Thr Lys 


Leu 


Glu He Lys Arg Ala 


Ala 










100 










105 


110 






<210> 7 






















<211> 261 




















<212> PRT 




















<213> Artificial sequence 












<220> 






















<223> Fusion protein 














<400> 7 






















Met Lys 


Ser 


Leu 


Gin 


He 


He 


Cys 


Tif^n Ti<*n PVif"* \7a 1 Tipn 


Val 


Ala 


7\ r n 

Axg 


1 






5 








i n 
xu 




15 




Gly Ser 


Cys 


Glu 


Val 


Lys 


Leu 




Hi n Car Hi v T^Vi r nl n 
vjiii ocx uxy iiii uiu. 


Val 


Val 


uy o 






20 










Z D 


30 






Pro Gly 


Ala 


Ser 


Val 


Lys 


Leu 


OCX 


Pirn T,\/c Ala Cor "1 \/ 

Lyb Xiyb Ma OCX uxy 


Tyr 


He 






35 










4 U 


4o 








Thr Ser 


Tyr 


Asp 


He 


Asp 


Trp 


Val 


Arg bin xnr fro uiu 


Gin Gly 


Leu 


50 










55 




o U 








Glu Trp 


He 


Gly 


Trp 


He 


Phe 


Pro 


("51 \/ f2l n Hi v Cor TVi t* 
uiy uiu. uiy oci 1111 


Glu 


Tyr 


Acn 


65 








70 






/ D 






o U 


Glu Lys 


Phe 


Lys 


Gly 


Arg 


Ala 


Thr 


UC U. OCI vdi riop Uy o 


Ser 


Ser 


Cor 
OCX 








85 








q n 




95 




Thr Ala 


Tyr 


Met 


Glu 


Leu 


Thr Arg 


UC U 1 ill OCI VJ1U nop 


Ser 


Ala 


V d 1 






100 












110 






Tyr Phe 


Cys 


Ala 


Arg 


Gly 


Asp 


Tyr 


iyr Hiy iyr riic 


Asp 


Leu 


Trp 




115 










120 


XZ D 








Gly Gin 


Gly 


Thr 


Thr 


Val 


Thr 


Val 


Cor Cor CZ 1 (T2l \/ f"2l w 
Oci oci uxy uxy uxy 


Gly Ser 


r;l -v/ 
uiy 


130 










135 




T A C\ 








Gly Gly 


Gly 


Ser 


Gly 


Gly 


Gly Gly 


Cor Aen T 1 a f" 1 1 t~\ Mo+* 

oci Asp xxe uxn Met 


Thr 


Gin 


Ser 


145 








150 






lbs 






lb U 


Pro Ser 


Phe 


Leu 


Ser 


Thr 


Ser 


Leu 


ri 1 \/ Aen Cot" Tip TVi r 
uiy rvaii oci lie J. in 


He 


Thr 


L Y S 








165 








1 / u 




175 




His Ala 


Ser 


Gin 


Asn 


He 


Lys 


Gly 


Trn T aii Ala Tm Ti/r 

irp Jjcu nia x xrp iyr 


Gin 


Gin 


Lys 






180 










IOC 

10 D 


190 






Ser Gly 


Asn 


Ala 


Pro 


Gin 


Leu 


Leu 


Tip TH/r* T A/G Ala Cor 
lie xyi uy o nia oci 


Ser 


Leu 


UIU 




195 










200 


one: 

Z U O 








Ser Gly 


Val 


Pro 


Ser 


Arg 


Phe 


Ser 


nl\/' Cot" nl v Qpr fll w 
uiy ocx uiy ocx uiy 


Thr Asp 


xyr 


210 










215 




220 








He Phe 


Thr 


He 


Ser 


Asn 


Leu 


Gin 


Pro Glu Asp He Ala 


Thr 


Tyr 


Tyr 


225 








230 






235 






240 


Cys Gin 


His 


Tyr 


Gin 


Ser 


Phe 


Pro 


Trp Thr Phe Gly Gly 


Gly Thr 


Lys 








245 








250 




255 




Leu Glu 


He 


Lys 


Arg 

















260 



4 



<210> 8 

<211> 1623 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Nucleotide sequence encoding fusion protein 
<400> 8 

gaggtgaagc tgcagcagtc tggaactgaa gtggtaaagc ctggggcttc agtgaagttg 60 

tcctgcaagg cttctggcta catcttcaca agttatgata tagactgggt gaggcagacg 120 

cctgaacagg gacttgagtg gattggatgg atttttcctg gagaggggag tactgaatac 180 

aatgagaagt tcaagggcag ggccacactg agtgtagaca agtcctccag cacagcctat 240 

atggagctca ctaggctgac atctgaggac tctgctgtct atttctgtgc tagaggggac 3 00 

tactataggc gctactttga cttgtggggc caagggacca cggtcaccgt ctcctcaggt 360 

ggaggcggtt caggcggagg tggatccggc ggtggcggat cggacatcca gatgactcag 420 

tctccatcat ttctgtctac atctcttgga aacagcatca ccatcacttg ccatgccagt 480 

cagaacatca agggttggtt agcctggtac caacaaaagt cagggaatgc tcctcaactg 54 0 

ttgatttata aggcatctag cctgcaatca ggggttccat caagattcag tggcagtgga 600 

tctggaacag attatatttt cactatcagc aacctacagc ctgaagatat tgccacttat 660 

tactgtcagc attatcaaag ctttccgtgg acgttcggtg gagggaccaa gctggaaata 72 0 

aaacggggat atccatcaca ctggcggccg ctcgagcatg catctagatt ctcccggccg 780 

gggctgccgg tcgagtacct gcaggtgccg tcgccgtcga tgggccgcga catcaaggtt 840 

cagttccaga gcggtgggaa caactcacct gcggtttatc tgctcgacgg cctgcgcgcc 900 

caagacgact acaacggctg ggatatcaac accccggcgt tcgagtggta ctaccagtcg 960 

ggactgtcga tagtcatgcc ggtcggcggg cagtccagct tctacagcga ctggtacagc 102 0 

ccggcctgcg gtaaggctgg ctgccagact tacaagtggg aaaccttcct gaccagcgag 1080 

ctgccgcaat ggttgtccgc caacagggcc gtgaagccca ccggcagcgc tgcaatcggc 1140 

ttgtcgatgg ccggctcgtc ggcaatgatc ttggccgcct accaccccca gcagttcatc 1200 

tacgccggct cgctgtcggc cctgctggac ccctctcagg ggatggggcc tagcctgatc 1260 

ggcctcgcga tgggtgacgc cggcggttac aaggccgcag acatgtgggg tccctcgagt 132 0 

gacccggcat gggagcgcaa cgaccctacg cagcagatcc ccaagctggt cgcaaacaac 1380 

acccggctat gggtttattg cgggaacggc accccgaacg agttgggcgg tgccaacata 144 0 

cccgccgagt tcttggagaa cttcgttcgt agcagcaacc tgaagttcca ggatgcgtac 1500 

aacgccgcgg gcgggcacaa cgccgtgttc aacttcccgc ccaacggcac gcacagctgg 1560 

gagtactggg gcgctcagct caacgccatg aagggtgacc tgcagagttc gttaggcgcc 162 0 

ggc 1623 



<210> 9 

<211> 5446 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Plasmid vector generated in a laboratory 



<400> 9 

gacggatcgg 

ccgcatagtt 

cgagcaaaat 

ttagggttag 

gattattgac 

tggagttccg 

cccgcccatt 

attgacgtca 

atcatatgcc 



gagatctccc 
aagccagtat 
ttaagctaca 
gcgttttgcg 
tagttattaa 
cgttacataa 
gacgtcaata 
atgggtggac 
aagtacgccc 



gatcccctat 
ctgctccctg 
acaaggcaag 
ctgcttcgcg 
tagtaatcaa 
cttacggtaa 
atgacgtatg 
tatttacggt 
cctattgacg 



ggtcgactct 
cttgtgtgtt 
gcttgaccga 
atgtacgggc 
ttacggggtc 
atggcccgcc 
ttcccatagt 
aaactgccca 
tcaatgacgg 



cagtacaatc 
ggaggtcgct 
caattgcatg 
cagatatacg 
attagttcat 
tggctgaccg 
aacgccaata 
cttggcagta 
taaatggccc 



tgctctgatg 
gagtagtgcg 
aagaatctgc 
cgttgacatt 
agcccatata 
cccaacgacc 
gggactttcc 
catcaagtgt 
gcctggcatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 



5 



atgcccagta catgacctta tgggactttc ctacttggca gtacatctac gtattagtca 600 

tcgctattac catggtgatg cggttttggc agtacatcaa tgggcgtgga tagcggtttg 660 

actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggcacc 720 

aaaatcaacg ggactttcca aaatgtcgta acaactccgc cccattgacg caaatgggcg 780 

gtaggcgtgt acggtgggag gtctatataa gcagagctct ctggctaact agagaaccca 84 0 

ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa gcttggtacc 900 

gagctcggat ccactagtaa cggccgccag tgtgctggaa ttctgcagat atccatcaca 960 

ctggcggccg ctcgagcatg catctagagg gccctattct atagtgtcac ctaaatgcta 1020 

gagctcgctg atcagcctcg actgtgcctt ctagttgcca gccatctgtt gtttgcccct 1080 

cccccgtgcc ttccttgacc ctggaaggtg ccactcccac tgtcctttcc taataaaatg 1140 

aggaaattgc atcgcattgt ctgagtaggt gtcattctat tctggggggt ggggtggggc 1200 

aggacagcaa gggggaggat tgggaagaca atagcaggca tgctggggat gcggtgggct 12 60 

ctatggcttc tgaggcggaa agaaccagct ggggctctag ggggtatccc cacgcgccct 132 0 

gtagcggcgc attaagcgcg gcgggtgtgg tggttacgcg cagcgtgacc gctacacttg 13 80 

ccagcgccct agcgcccgct cctttcgctt tcttcccttc ctttctcgcc acgttcgccg 1440 

gctttccccg tcaagctcta aatcggggca tccctttagg gttccgattt agtgctttac 1500 

ggcacctcga ccccaaaaaa cttgattagg gtgatggttc acgtagtggg ccatcgccct 1560 

gatagacggt ttttcgccct ttgacgttgg agtccacgtt ctttaatagt ggactcttgt 1620 

tccaaactgg aacaacactc aaccctatct cggtctattc ttttgattta taagggattt 1680 

tggggatttc ggcctattgg ttaaaaaatg agctgattta acaaaaattt aacgcgaatt 1740 

aattctgtgg aatgtgtgtc agttagggtg tggaaagtcc ccaggctccc caggcaggca 1800 

gaagtatgca aagcatgcat ctcaattagt cagcaaccag gtgtggaaag tccccaggct 1860 

ccccagcagg cagaagtatg caaagcatgc atctcaatta gtcagcaacc atagtcccgc 1920 

ccctaactcc gcccatcccg cccctaactc cgcccagttc cgcccattct ccgccccatg 1980 

gctgactaat tttttttatt tatgcagagg ccgaggccgc ctctgcctct gagctattcc 2040 

agaagtagtg aggaggcttt tttggaggcc taggcttttg caaaaagctc ccgggagctt 2100 

gtatatccat tttcggatct gatcaagaga caggatgagg atcgtttcgc atgattgaac 2160 

aagatggatt gcacgcaggt tctccggccg cttgggtgga gaggctattc ggctatgact 2220 

gggcacaaca gacaatcggc tgctctgatg ccgccgtgtt ccggctgtca gcgcaggggc 2280 

gcccggttct ttttgtcaag accgacctgt ccggtgccct gaatgaactg caggacgagg 2340 

cagcgcggct atcgtggctg gccacgacgg gcgttccttg cgcagctgtg ctcgacgttg 2400 

tcactgaagc gggaagggac tggctgctat tgggcgaagt gccggggcag gatctcctgt 2460 

catctcacct tgctcctgcc gagaaagtat ccatcatggc tgatgcaatg cggcggctgc 2520 

atacgcttga tccggctacc tgcccattcg accaccaagc gaaacatcgc atcgagcgag 2580 

cacgtactcg gatggaagcc ggtcttgtcg atcaggatga tctggacgaa gagcatcagg 2 64 0 

ggctcgcgcc agccgaactg ttcgccaggc tcaaggcgcg catgcccgac ggcgaggatc 2700 

tcgtcgtgac ccatggcgat gcctgcttgc cgaatatcat ggtggaaaat ggccgctttt 2760 

ctggattcat cgactgtggc cggctgggtg tggcggaccg ctatcaggac atagcgttgg 2 82 0 

ctacccgtga tattgctgaa gagcttggcg gcgaatgggc tgaccgcttc ctcgtgcttt 2880 

acggtatcgc cgctcccgat tcgcagcgca tcgccttcta tcgccttctt gacgagttct 2940 

tctgagcggg actctggggt tcgaaatgac cgaccaagcg acgcccaacc tgccatcacg 3000 

agatttcgat tccaccgccg ccttctatga aaggttgggc ttcggaatcg ttttccggga 3 060 

cgccggctgg atgatcctcc agcgcgggga tctcatgctg gagttcttcg cccaccccaa 3120 

cttgtttatt gcagcttata atggttacaa ataaagcaat agcatcacaa atttcacaaa 3180 

taaagcattt ttttcactgc attctagttg tggtttgtcc aaactcatca atgtatctta 3240 

tcatgtctgt ataccgtcga cctctagcta gagcttggcg taatcatggt catagctgtt 3300 

tcctgtgtga aattgttatc cgctcacaat tccacacaac atacgagccg gaagcataaa 3360 

gtgtaaagcc tggggtgcct aatgagtgag ctaactcaca ttaattgcgt tgcgctcact 3420 

gcccgctttc cagtcgggaa acctgtcgtg ccagctgcat taatgaatcg gccaacgcgc 3480 

9999*gaggc ggtttgcgta ttgggcgctc ttccgcttcc tcgctcactg actcgctgcg 3 54 0 

ctcggtcgtt cggctgcggc gagcggtatc agctcactca aaggcggtaa tacggttatc 3600 

cacagaatca ggggataacg caggaaagaa catgtgagca aaaggccagc aaaaggccag 3660 

gaaccgtaaa aaggccgcgt tgctggcgtt tttccatagg ctccgccccc ctgacgagca 3720 

tcacaaaaat cgacgctcaa gtcagaggtg gcgaaacccg acaggactat aaagatacca 3780 

ggcgtttccc cctggaagct ccctcgtgcg ctctcctgtt ccgaccctgc cgcttaccgg 3840 

atacctgtcc gcctttctcc cttcgggaag cgtggcgctt tctcaatgct cacgctgtag 3900 

gtatctcagt tcggtgtagg tcgttcgctc caagctgggc tgtgtgcacg aaccccccgt 3960 
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tcagcccgac cgctgcgcct tatccggtaa ctatcgtctt gagtccaacc cggtaagaca 4020 

cgacttatcg ccactggcag cagccactgg taacaggatt agcagagcga ggtatgtagg 4080 

cggtgctaca gagttcttga agtggtggcc taactacggc tacactagaa ggacagtatt 4140 

tggtatctgc gctctgctga agccagttac cttcggaaaa agagttggta gctcttgatc 4200 

cggcaaacaa accaccgctg gtagcggtgg tttttttgtt tgcaagcagc agattacgcg 4260 

cagaaaaaaa ggatctcaag aagatccttt gatcttttct acggggtctg acgctcagtg 4320 

gaacgaaaac tcacgttaag ggattttggt catgagatta tcaaaaagga tcttcaccta 4380 

gatcctttta aattaaaaat gaagttttaa atcaatctaa agtatatatg agtaaacttg 4440 

gtctgacagt taccaatgct taatcagtga ggcacctatc tcagcgatct gtctatttcg 4500 

ttcatccata gttgcctgac tccccgtcgt gtagataact acgatacggg agggcttacc 4560 

atctggcccc agtgctgcaa tgataccgcg agacccacgc tcaccggctc cagatttatc 4620 

agcaataaac cagccagccg gaagggccga gcgcagaagt ggtcctgcaa ctttatccgc 4680 

ctccatccag tctattaatt gttgccggga agctagagta agtagttcgc cagttaatag 4740 

tttgcgcaac gttgttgcca ttgctacagg catcgtggtg tcacgctcgt cgtttggtat 4800 

ggcttcattc agctccggtt cccaacgatc aaggcgagtt acatgatccc ccatgttgtg 4860 

caaaaaagcg gttagctcct tcggtcctcc gatcgttgtc agaagtaagt tggccgcagt 4920 

gttatcactc atggttatgg cagcactgca taattctctt actgtcatgc catccgtaag 4980 

atgcttttct gtgactggtg agtactcaac caagtcattc tgagaatagt gtatgcggcg 5040 

accgagttgc tcttgcccgg cgtcaatacg ggataatacc gcgccacata gcagaacttt 5100 

aaaagtgctc atcattggaa aacgttcttc ggggcgaaaa ctctcaagga tcttaccgct 5160 

gttgagatcc agttcgatgt aacccactcg tgcacccaac tgatcttcag catcttttac 5220 

tttcaccagc gtttctgggt gagcaaaaac aggaaggcaa aatgccgcaa aaaagggaat 52 80 

aagggcgaca cggaaatgtt gaatactcat actcttcctt tttcaatatt attgaagcat 5340 

ttatcagggt tattgtctca tgagcggata catatttgaa tgtatttaga aaaataaaca 5400 

aataggggtt ccgcgcacat ttccccgaaa agtgccacct gacgtc 5446 

<210> 10 
<211> 14 
<212> PRT 

<213> Articifical sequence 
<220> 

<223> Generated in a laboratory from synthetic material 
<400> 10 

Gly Tyr Pro Ser His Trp Arg Pro Leu Glu His Ala Ser Arg 
1 5 10 



<210> 11 

<211> 42 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Generated in a laboratory from synthetic material 
<400> 11 

ggatatccat cacactggcg gccgctcgag catgcatcta ga 42 



<210> 12 

<211> 5538 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Plasmid vector generated in a laboratory 
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<400> 12 

aacggctccg cccactatta atgaaattaa aaattccaat tttaaaaaac gcagcaagag 60 

aaacatttgt atgaaagaat gcgtagaagg aaagaaaaat gtcgtcgaca tgctgaacaa 12 0 

caagattaat atgcctccgt gtataaaaaa aatattgaac gatttgaaag aaaacaatgt 180 

accgcgcggc ggtatgtaca ggaagaggtt tatactaaac tgttacattg caaacgtggt 24 0 

ttcgtgtgcc aagtgtgaaa accgatgttt aatcaaggct ctgacgcatt tctacaacca 300 

cgactccaag tgtgtgggtg aagtcatgca tcttttaatc aaatcccaag atgtgtataa 360 

accaccaaac tgccaaaaaa tgaaaactgt cgacaagctc tgtccgtttg ctggcaactg 420 

caagggtctc aatcctattt gtaattattg aataataaaa caattataaa tgctaaattt 480 

gttttttatt aacgatacaa accaaacgca acaagaacat ttgtagtatt atctataatt 540 

gaaaacgcgt agttataatc gctgaggtaa tatttaaaat cattttcaaa tgattcacag 600 

ttaatttgcg acaatataat tttattttca cataaactag acgccttgtc gtcttcttct 660 

tcgtattcct tctctttttc atttttctcc tcataaaaat taacatagtt attatcgtat 720 

ccatatatgt atctatcgta tagagtaaat tttttgttgt cataaatata tatgtctttt 780 

ttaatggggt gtatagtacc gctgcgcata gtttttctgt aatttacaac agtgctattt 840 

tctggtagtt cttcggagtg tgttgcttta attattaaat ttatataatc aatgaatttg 900 

ggatcgtcgg ttttgtacaa tatgttgccg gcatagtacg cagcttcttc tagttcaatt 960 

acaccatttt ttagcagcac cggattaaca taactttcca aaatgttgta cgaaccgtta 1020 

aacaaaaaca gttcacctcc cttttctata ctattgtctg cgagcagttg tttgttgtta 1080 

aaaataacag ccattgtaat gagacgcaca aactaatatc acaaactgga aatgtctatc 1140 

aatatatagt tgctgatatc atggagataa ttaaaatgat aaccatctcg caaataaata 1200 

agtattttac tgttttcgta acagttttgt aataaaaaaa cctataaata cggatccctg 1260 

caggcctcga gttcgaatct agaagatctg gtaccgagct cgaattcccg ggcggccgct 132 0 

taattaattg atccgggtta ttagtacatt tattaagcgc tagattctgt gcgttgttga 1380 

tttacagaca attgttgtac gtattttaat aattcattaa atttataatc tttagggtgg 1440 

tatgttagag cgaaaatcaa atgattttca gcgtctttat atctgaattt aaatattaaa 1500 

tcctcaatag atttgtaaaa taggtttcga ttagtttcaa acaagggttg tttttccgaa 1560 

ccgatggctg gactatctaa tggattttcg ctcaacgcca caaaacttgc caaatcttgt 1620 

agcagcaatc tagctttgtc gatattcgtt tgtgttttgt tttgtaataa aggttcgacg 1680 

tcgttcaaaa tattatgcgc ttttgtattt ctttcatcac tgtcgttagt gtacaattga 1740 

ctcgacgtaa acacgttaaa taaagcttgg acatatttaa catcgggcgt gttagcttta 1800 

ttaggccgat tatcgtcgtc gtcccaaccc tcgtcgttag aagttgcttc cgaagacgat 1860 

tttgccatag ccacacgacg cctattaatt gtgtcggcta acacgtccgc gatcaaattt 1920 

gtagttgagc tttttggaat tatttctgat tgcgggcgtt tttgggcggg tttcaatcta 1980 

actgtgcccg attttaattc agacaacacg ttagaaagcg atggtgcagg cggtggtaac 2040 

atttcagacg gcaaatctac taatggcggc ggtggtggag ctgatgataa atctaccatc 2100 

ggtggaggcg caggcggggc tggcggcgga ggcggaggcg gaggtggtgg cggtgatgca 2160 

gacggcggtt taggctcaaa tgtctcttta ggcaacacag tcggcacctc aactattgta 2220 

ctggtttcgg gcgccgtttt tggtttgacc ggtctgagac gagtgcgatt tttttcgttt 2280 

ctaatagctt ccaacaattg ttgtctgtcg tctaaaggtg cagcgggttg aggttccgtc 2340 

ggcattggtg gagcgggcgg caattcagac atcgatggtg gtggtggtgg tggaggcgct 2400 

ggaatgttag gcacgggaga aggtggtggc ggcggtgccg ccggtataat ttgttctggt 2460 

ttagtttgtt cgcgcacgat tgtgggcacc ggcgcaggcg ccgctggctg cacaacggaa 252 0 

ggtcgtctgc ttcgaggcag cgcttggggt ggtggcaatt caatattata attggaatac 2580 

aaatcgtaaa aatctgctat aagcattgta atttcgctat cgtttaccgt gccgatattt 2640 

aacaaccgct caatgtaagc aattgtattg taaagagatt gtctcaagct cggatcgatc 2700 

ccgcacgccg ataacaagcc ttttcatttt tactacagca ttgtagtggc gagacacttc 2760 

gctgtcgtcg cctgatgcgg tattttctcc ttacgcatct gtgcggtatt tcacaccgca 2820 

tacgtcaaag caaccatagt acgcgccctg tagcggcgca ttaagcgcgg cgggtgtggt 2 880 

ggttacgcgc agcgtgaccg ctacacttgc cagcgcccta gcgcccgctc ctttcgcttt 2940 

cttcccttcc tttctcgcca cgttcgccgg ctttccccgt caagctctaa atcgggggct 3000 

ccctttaggg ttccgattta gtgctttacg gcacctcgac cccaaaaaac ttgatttggg 3060 

tgatggttca cgtagtgggc catcgccctg atagacggtt tttcgccctt tgacgttgga 312 0 

gtccacgttc tttaatagtg gactcttgtt ccaaactgga acaacactca accctatctc 3180 

gggctattct tttgatttat aagggatttt gccgatttcg gcctattggt taaaaaatga 3240 

gctgatttaa caaaaattta acgcgaattt taacaaaata ttaacgttta caattttatg 3300 

gtgcactctc agtacaatct gctctgatgc cgcatagtta agccagcccc gacacccgcc 3360 
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aacacccgct gacgcgccct gacgggcttg tctgctcccg gcatccgctt acagacaagc 3420 

tgtgaccgtc tccgggagct gcatgtgtca gaggttttca ccgtcatcac cgaaacgcgc 3480 

gagacgaaag ggcctcgtga tacgcctatt tttataggtt aatgtcatga taataatggt 3540 

ttcttagacg tcaggtggca cttttcgggg aaatgtgcgc ggaaccccta tttgtttatt 3600 

tttctaaata cattcaaata tgtatccgct catgagacaa taaccctgat aaatgcttca 3660 

ataatattga aaaaggaaga gtatgagtat tcaacatttc cgtgtcgccc ttattccctt 3720 

ttttgcggca ttttgccttc ctgtttttgc tcacccagaa acgctggtga aagtaaaaga 3780 

tgctgaagat cagttgggtg cacgagtggg ttacatcgaa ctggatctca acagcggtaa 3840 

gatccttgag agttttcgcc ccgaagaacg ttttccaatg atgagcactt ttaaagttct 3900 

gctatgtggc gcggtattat cccgtattga cgccgggcaa gagcaactcg gtcgccgcat 3 960 

acactattct cagaatgact tggttgagta ctcaccagtc acagaaaagc atcttacgga 4020 

tggcatgaca gtaagagaat tatgcagtgc tgccataacc atgagtgata acactgcggc 4080 

caacttactt ctgacaacga tcggaggacc gaaggagcta accgcttttt tgcacaacat 4140 

gggggatcat gtaactcgcc ttgatcgttg ggaaccggag ctgaatgaag ccataccaaa 4200 

cgacgagcgt gacaccacga tgcctgtagc aatggcaaca acgttgcgca aactattaac 42 60 

tggcgaacta cttactctag cttcccggca acaattaata gactggatgg aggcggataa 4320 

agttgcagga ccacttctgc gctcggccct tccggctggc tggtttattg ctgataaatc 4380 

tggagccggt gagcgtgggt ctcgcggtat cattgcagca ctggggccag atggtaagcc 4440 

ctcccgtatc gtagttatct acacgacggg gagtcaggca actatggatg aacgaaatag 4500 

acagatcgct gagataggtg cctcactgat taagcattgg taactgtcag accaagttta 4560 

ctcatatata ctttagattg atttaaaact tcatttttaa tttaaaagga tctaggtgaa 4620 

gatccttttt gataatctca tgaccaaaat cccttaacgt gagttttcgt tccactgagc 4680 

gtcagacccc gtagaaaaga tcaaaggatc ttcttgagat cctttttttc tgcgcgtaat 4740 

ctgctgcttg caaacaaaaa aaccaccgct accagcggtg gtttgtttgc cggatcaaga 4800 

gctaccaact ctttttccga aggtaactgg cttcagcaga gcgcagatac caaatactgt 4860 

ccttctagtg tagccgtagt taggccacca cttcaagaac tctgtagcac cgcctacata 4920 

cctcgctctg ctaatcctgt taccagtggc tgctgccagt ggcgataagt cgtgtcttac 4980 

cgggttggac tcaagacgat agttaccgga taaggcgcag cggtcgggct gaacgggggg 504 0 

ttcgtgcaca cagcccagct tggagcgaac gacctacacc gaactgagat acctacagcg 5100 

tgagctatga gaaagcgcca cgcttcccga agggagaaag gcggacaggt atccggtaag 5160 

cggcagggtc ggaacaggag agcgcacgag ggagcttcca gggggaaacg cctggtatct 522 0 

ttatagtcct gtcgggtttc gccacctctg acttgagcgt cgatttttgt gatgctcgtc 5280 

aggggggcgg agcctatgga aaaacgccag caacgcggcc tttttacggt tcctggcctt 534 0 

ttgctggcct tttgctcaca tgttctttcc tgcgttatcc cctgattctg tggataaccg 5400 

tattaccgcc tttgagtgag ctgataccgc tcgccgcagc cgaacgaccg agcgcagcga 5460 

gtcagtgagc gaggaagcgg aagagcgccc aatacgcaaa ccgcctctcc ccgcgcgttg 5520 

gccgattcat taatgcag 5538 

<210> 13 
<211> 978 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 13 

atgacagacg tgagccgaaa gattcgagct tggggacgcc gattgatgat cggcacggca 60 

gcggctgtag tccttccggg cctggtgggg cttgccggcg gagcggcaac cgcgggcgcg 120 

ttctcccggc cggggctgcc ggtcgagtac ctgcaggtgc cgtcgccgtc gatgggccgc 180 

gacatcaagg ttcagttcca gagcggtggg aacaactcac ctgcggttta tctgctcgac 240 

ggcctgcgcg cccaagacga ctacaacggc tgggatatca acaccccggc gttcgagtgg 300 

tactaccagt cgggactgtc gatagtcatg ccggtcggcg ggcagtccag cttctacagc 360 

gactggtaca gcccggcctg cggtaaggct ggctgccaga cttacaagtg ggaaaccttc 42 0 

ctgaccagcg agctgccgca atggttgtcc gccaacaggg ccgtgaagcc caccggcagc 480 

gctgcaatcg gcttgtcgat ggccggctcg tcggcaatga tcttggccgc ctaccacccc 54 0 

cagcagttca tctacgccgg ctcgctgtcg gccctgctgg acccctctca ggggatgggg 600 

cctagcctga tcggcctcgc gatgggtgac gccggcggtt acaaggccgc agacatgtgg 660 

ggtccctcga gtgacccggc atgggagcgc aacgacccta cgcagcagat ccccaagctg 720 

gtcgcaaaca acacccggct atgggtttat tgcgggaacg gcaccccgaa cgagttgggc 780 
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ggtgccaaca tacccgccga gttcttggag aacttcgttc gtagcagcaa cctgaagttc 840 

caggatgcgt acaacgccgc gggcgggcac aacgccgtgt tcaacttccc gcccaacggc 900 

acgcacagct gggagtactg gggcgctcag ctcaacgcca tgaagggtga cctgcagagt 960 

tcgttaggcg ccggctga 978 

<210> 14 
<211> 325 
<212> PRT 

<213> Mycobacterium tuberculosis 



<400> 14 
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Gly 


Asp 


Ala 


Gly Gly 
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Lys 


Ala 


Ala 


Asp 


Met 


Trp 


Gly 


Pro 


Ser 


Ser 




210 








215 










220 










Asp 


Pro 


Ala 


Trp Glu 


Arg 


Asn 


Asp 


Pro 


Thr 


Gin 


Gin 


He 


Pro 


Lys 


Leu 


225 








230 










235 










240 


Val 


Ala 


Asn 


Asn Thr 


Arg 


Leu 


Trp 


Val 


Tyr 


Cys 


Gly 


Asn 


Gly 


Thr 


Pro 








245 










250 










255 




Asn 


Glu 


Leu 


Gly Gly 


Ala 


Asn 


He 


Pro 


Ala 


Glu 


Phe 


Leu 


Glu 


Asn 


Phe 








260 








265 










270 






Val 


Arg 


Ser 


Ser Asn 


Leu 


Lys 


Phe 


Gin 


Asp 


Ala 


Tyr 


Asn 


Ala 


Ala 


Gly 






275 








280 










285 








Gly 


His 


Asn 


Ala Val 


Phe 


Asn 


Phe 


Pro 


Pro 


Asn 


Gly 


Thr 


His 


Ser 


Trp 
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Glu 


Tyr 


Trp 


Gly Ala 


Gin 


Leu 


Asn 


Ala 


Met 


Lys 


Gly 


Asp 


Leu 


Gin 


Ser 
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Ser 


Leu 


Gly 


Ala Gly 
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<210> 15 
<211> 826 
<212> DNA 
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<213> Mycobacterium tuberculosis 
<400> 15 

tctgctagct tgagtctggt caggcatcgt cgtcagcagc gcgatgcccc tatgtttgtc 60 

gtcgactcag atatcgcggc aatccaatct cccgcctgcg ccggcggtgc tgcaaactac 120 

tcccggagga atttcgacgt gcgcatcaag atcttcatgc tggtcacggc tgtcgttttg 180 

ctctgttgtt cgggtgtcgc cacggccgcg cccaagacct actgcgagga gttgaaaggc 240 

accgataccg gccaggcgtg ccagattcaa atgtccgacc cggcctacaa catcaacatc 300 

agcctgccca gttactaccc cgaccagaag tcgctggaaa attacatcgc ccagacgcgc 360 

gacaagttcc tcagcgcggc cacatcgtcc actccacgcg aagcccccta cgaattgaat 420 

atcacctcgg ccacatacca gtccgcgata ccaccgcgtg gtacgcaggc cgtggtgctc 480 

aaggtctacc agaacgccgg cggcacgcac ccaacgacca cgtacaaggc cttcgattgg 540 

gaccaggcct atcgcaagcc aatcacctat gacacgctgt ggcaggctga caccgatccg 600 

ctgccagtcg tcttccccat tgtgcaaggt gaactgagca agcagaccgg acaacaggta 660 

tcgatagcgc cgaatgccgg cttggacccg gtgaattatc agaacttcgc agtcacgaac 720 

gacggggtga ttttcttctt caacccgggg gagttgctgc ccgaagcagc cggcccaacc 780 

caggtattgg tcccacgttc cgcgatcgac tcgatgctgg cctaga 826 

<210> 16 
<211> 228 
<212> PRT 

<213> Mycobacterium tuberculosis 



<400> 16 



Met 


Arg 


He 


Lys 


He 


Phe 


Met 


Leu 


Val 


Thr 


Ala 


Val 


Val 


Leu 


Leu 


Cys 


1 








5 










10 
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Cys 


Ser 


Gly 


Val 


Ala 


Thr 


Ala 


Ala 


Pro 


Lys 


Thr 


Tyr 


Cys 


Glu 


Glu 


Leu 








20 










25 
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Lys 


Gly 


Thr 


Asp 


Thr 


Gly 


Gin 


Ala 


Cys 


Gin 


He 


Gin 


Met 


Ser 


Asp 


Pro 






35 
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Ala 


Tyr 


Asn 


He 


Asn 


He 


Ser 


Leu 


Pro 


Ser 


Tyr 


Tyr 


Pro Asp Gin Lys 
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Glu 


Asn 


Tyr 


He 


Ala 


Gin 


Thr 


Arg 


Asp 


Lys 


Phe 


Leu 


Ser 


Ala 
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Ala 


Thr 


Ser 


Ser 


Thr 


Pro 


Arg 


Glu 


Ala 


Pro 


Tyr 


Glu 


Leu 


Asn 


He 


Thr 
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gattgcggat cccatgacag agcagcagtg gaatttcgcg ggtatcgagg ccgcggcaag 60 

cgcaatccag ggaaatgtca cgtccattca ttccctcctt gacgagggga agcagtccct 120 
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ggaagcttgg gaatc 315 
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